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Effect of small interfering RNA silencing zeste gene enhancer homologue 2 gene on the sensitivity of
Hela cells of cervical cancer to cisplatin
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Abstract: Objective To investigate the effect of small interference RNA ( siRNA) silencing enhancer of zeste
homolog 2 (EZH2) on the sensitivity of Hela cells of cervical cancer to cisplatin. Methods The Hela cells of cervical cancer
were cultured. The Hela cells in logarithmic growth phase were collected for further culture and transfection when the adherent
cells reached 80% —90% of the basal area. The Hela cells were randomly divided into blank control group, control siRNA
group and EZH2 siRNA group. The Hela cells in the blank control group were cultured normally with out treatment. The control
siRNA and EZH2 siRNA were transfected into the Hela cells of the control siRNA group and the EZH2 siRNA group

respectively. The Hela cells in the three groups were collected after transfection. The expression of EZH2 mRNA was detected

DOI.; 10. 7683/ xxyxyxb. 2019. 02. 004

W FS H#A:2018 - 05 -22

EETE /A BB BOGTRIIUH (45 :201602157) .

EEB M ZHGE (1977 - ) Lo W i B W, @) AR BRI, BFSET5 1 < SRR (9 Bl 51166 0K



$2 4 ZUFE 5 /N T T RNA OB zeste PRI 5 7[R U4 2 X5 200 Hela 200 IUEH B8R A 22 1

by real-time fluorescence quantitative polymerase chain reaction, the expression of EZH2 protein was detected by Western blot,
and the cell cycle of Hela cells was detected by flow cytometry. The transfected Hela cells in the three groups were collected
and added with cisplatin of different mass concentration (0.0,12.5,25.0,50.0,100.0,200.0 g -+ L' ). The survival rate of
Hela cells was measured by thiazolyl blue method at 48 hours after treated with cisplatin. Results The control siRNA and
EZH2 siRNA could efficiently transfect the Hela cells, and the transfection rate was more than 90% . The relative expression
level of EZH2 mRNA in Hela cells of the blank control group, control siRNA group and EZH2 siRNA group was 396.7 +
88.4,389.2 £70.6 and 98.5 +20. 3 ,respectively. The relative expression level of EZH2 mRNA in Hela cells of EZH2 siRNA
group was significantly lower than that in the blank control group and control siRNA group (¢ =2.057,2.015;P <0.01).
However, there was no significant difference in the relative expression level of EZH2 mRNA in Hela cells between the blank
control group and control siRNA group(z=1.476,P >0.05). The relative expression level of EZH2 protein in Hela cells of
the blank control group,control siRNA group and EZH2 siRNA group was 509.4 +110.7,497.5 £80.4 and 120.4 +31.3,
respectively. The relative expression level of EZH2 protein in Hela cells of the EZH2 siRNA group was significantly lower than
that in the blank control group and control siRNA group (¢ =2.682,2.597;P <0.01). There was no significant difference in
the relative expression level of EZH2 protein in Hela cells between the blank control group and the control siRNA group (¢ =
1.943,P >0.05). The proportion of the cells in G,/G, phase in the EZH2 siRNA group was significantly higher than that in
the blank control group and control siRNA group (¢=2.893,3.087;P <0.05). The proportion of the cells in S phase and G,/
M phase in the EZH2 siRNA group was significantly lower than that in the blank control group and control siRNA group ( EZH2
siRNA group compared with blank control group:t =2.526,5.462;P <0.05. EZH2 siRNA group compared with control siRNA
group:t =2.498,5.417;P <0. 05) . There was no significant difference in the proportions of the cells in G,/G,,S and G,/M
phases between the blank control group and the control siRNA group (¢=0.926,1.017,0.947;P >0.05). After 48 hours of
cisplatin treatment with different mass concentration , the survival rate of Hela cells in the EZH2 siRNA group was significantly
lower than that in the blank control group and control siRNA group at the same mass concentration (P <0.05). With the
increase of cisplatin mass concentration,the survival rate of Hela cells in the three groups decreased gradually. Conclusion
Silencing EZH2 expression can improve the sensitivity of Hela cells of cervical cancer to cisplatin,and blocking cell cycle may
be the main mechanism.
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