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B8 Mt K ER K G B L AR EE B-5 R EBFN N5,10-TF B E N S AT ERiF
[REgE E & 751 518 MM R 1O IEm B R &R

W %, LAWK, B W, B, T, RO, & &
e - ANREBEMEHRAEL WM B 453002)

%

WE: B TR EIR R (Hey) ACT BILA B BRIV GEBE B-7 BUAE (CBS) 844ins68 \N5, 10- 7. F1 J Y
AM IR IE R (MTHFR ) Co77T B[R 2380 518 MR O (CPHD) fIOC R . ik HEH 2014 48 1 A % 2016 4
11 A7 & Tt NREBEBEIGYT Y CPHD 825 230 HilE A4, 3 i B R] A4k fidt )32 2 235 4 S fi S o) 1R
20, i PRt S REAGHAT I T Be A 2 , ook 2 218 0y 1 AP 7 Wi o B HE A 43 L (FEVI% pred) (1 #PF I IS,
G A IS E At (FEVL% ) s WSR3 T ABER B g st IR 2 F ke H 3 = Al B 2 16 it e ik o, 4 00 1, 3¢
Hey 25 @ A (FBG) =Mt H il (TG ) | & B [ B ( TC) 1K % B2 g 2 11 AH [ % ( LDL-C) 7K - 5 I 4 B4 il 248 e o 7
DNA 32 Fi B8 A i =0 5 i 5 AR 173 B 43 760 Rl CBS 844ins68 JEPH £ 751, 32 I PRl 1 B B K B 2 8 1 R A it
RN AR MTHFR CO677T JEF 28, &R WL A1 FBC KT S5 @HBX A thig 2 R LG %8 X
(P>0.05) ; W%4H BB 1Y Hey [ TG TC 1 LDL-C ¥ g 2 5 T X IR (P <0.05) ,FEV1% F1 FEV1% pred 1] . %
FHERFEXSIRAL(P <0.05) o WAL B 5 X IR A1 32305 1) CBS 844ins68 F{ 4243 T34 A I, 2 FhSE R, o vp L 5%
U3 DD 1 DI ZL R BRI A50 8 91. 74% F18.26% ,D F 1 BRI AT R A3 A 95. 87% Fl 4. 13% ; e Xt FE 41
ik DD Al DI 3 N RUAF R 4351k 94. 04% F1 5. 96% ,D Fl T AYZE BERFRAR53-51 0 97. 02% F1 2. 98% ,2 4l Zik &
SRR 55 S (37 B DR AR oA LA 22 S TR 7 L (x* =0.935.0.901, P >0.05) . WS 4158 4 5 Bt B 41 57 1
FH I MTHFR C6777T JEREEYIJE ¥ml UL 3 FhIL R A R R34 1Y CC.CT A1 TT JEFE BT R 45 314 21.31% 43.91%
H134.78% ,C FI T (5 (L EE AR 43531y 43. 26% F1 56. T4% 5 @ FExt HRA1Z 18 # 19 CC.CT 1 TT FEBE RIS 4351 oy
27.66% 48.94% F123. 40% ,C F1 T B 2540 2 AR AN B4 52.13% F 47.87% , SRELLH B TT KR 5 T 20 £ K
RN S R TR IR4L (y* =7.730.7.326,P <0.05) . 18 Hey KF-FFE Al fEJE CPHD KR HIfER N & 2
—;CBS 844ins68 H: [N Z M AT AE 5 CPHD B &A= Jo ¢ ; MTHFR C677T K&K 2 25 E AT AR il i 5% 1 Hey {7k PS50
i o MO 1) £, L T A5 B PRI W] RS2 CPHD B JRURS: BRI F-, MTHFRC677T J: R Al fig & CPHD 198t % 5 IR FE R

XK. [FEREIBEERR ; DR EE B-5 UG ; NS, 10- 37 FH 5L PO &0 -5 Ji s 5 B DR 22 2 5 M e o o

hESEES. R541.5 XEERERD: A XE|HS . 1004-7239(2017)11-1015-06

Correlation between the gene polymorphism of homocysteine metabolic enzyme cystathionine p-syn-
thase , N5 ,10-methylenetetrahydrofolate reductase and chronic pulmonary heart disease
YANG Fang,MA Wu-lin, YANG Na, YUN Li-na, WANG Chuan-chuan,ZHAO Shuang-feng, LI Xia
( Department of Respiratory Medicine ,the Second People's Hospital of Xinxiang City ,Xinxiang 453002 , Henan Province ,China )
Abstract: Objective To investigate the correlation between the gene polymorphism of homocysteine metabolic enzyme
cystathionine B-synthase( CBS) 844ins68,N5,10-methylenetetrahydrofolate reductase( MTHFR) C677T and chronic pulmona-
ry heart disease( CPHD). Methods A total of 230 patients with CPHD in observation group were selected from January 2014
to November 2016 in the Second People’s Hospital of Xinxiang City ,and 235 healthy subjects in healthy control group were se-
lected at the same time. The lung function test was performed with lung function instrument, and the percentage of the forced
expiratory volume in one second to predicted value( FEV19% pred) and the forced expiratory volume in one second to forced vi-
tal capacity( FEV1% ) value were recorded in the two groups. The fasting ulnar venous blood was collected from the patients in

the observation group on the next morning after hospitalization and the subjects in the control group on the morning of health
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examination. The levels of plasma homocysteine (Hcy) , fasting blood glucose (FBG) , triacylglycerol (TG) ,total cholesterol
(TC) and low-density lipoprotein cholesterol (LDL-C) were detected. The DNA was extracted from the whole blood cells. The
CBS 844ins68 polymorphism was detected by polymerase chain reaction genotyping. The MTHFR C677T polymorphism was de-
tected by restriction fragment length polymorphism polymerase chain reaction. Results There was no significant difference in
the FBG level between the two groups (P >0.05). The levels of Hey, TG, TC and LDL-C in the observation group were signifi-
cantly higher than those in the healthy control group (P <0.05) ,and the FEV1 and FEV1% pred were significantly lower than
those in the healthy control group (P <0.05). There were two genotypes of CBS 844ins68 in the two groups. The genotype fre-
quencie of DD and DI in the observation group was 91.74% and 8.26% ,and the allele frequency of D and I was 95. 87% and
4.13% respectively. The genotype frequency of DD and DI in the healthy control group was 94.04% and 5. 96% ,and the al-
lele frequency of D and I was 97.02% and 2.98% respectively. There was no significant difference in genotype and allele fre-
quency distribution between the two groups (y* =0.935,0.901;P >0.05). Three genotypes of MTHFRC677T were detected
after enzyme digestion in the two groups. The genotype frequency of CC,CT and TT in the healthy control group was 27.66% ,
48.94% and 23.40% ;and the allele frequency of C and T was 52. 13% and 47.87% respectively. The frequency of TT geno-
type and T allele in the observation group was significantly higher than that in the healthy control group (y* =7.730,7.326;
P <0.05). Conclusions Hcy level increasing may be a risk factor for CPHD. The polymorphisms of CBS 844ins68 gene may
be unrelated to the occurrence of CPHD. The polymorphism of the MTHFR C677T gene may contribute to CPHD by affecting
Hcey level. The T allele of MTHFR C677T may be a risk factor for CPHD , and the MTHFRC677T gene may be a genetic predis-

position to CPHD.
Key words:

phism; chronic pulmonary heart disease

[F) 20> Bt &R (homocysteine , Hey ) S F B & R
JI5E FH 5 1 — R A3 7= 00, e AR 5 8 25 B
BR,AZHEABK G K. Hey 78 AMRNACHHA
2 N OCHER AR BRI AR A B AL, L AR S 2
A EZ ARG, B BE AR Bk B-F B ( cystathionine B-
synthase, CBS ) 1 N5, 10-V. F 5 PU & i iR 8 5 fifg
( methylenetetrahydrofolate reductase, MTHFR ) ''?/
PP At R4 O I ( chronic pulmonary heart disease,
CPHD) J2—Fh i W BRI , il 41 21 454 S Zh fig
Z TR Sk R A OB LR K, AT RE
BATOIIRERER ) HOR R i . 2R
587N, 5 Hey J& CPHD A9 55 &R & 2 —. Hey fR
i CBS Fl MTHFR f71E 558 2 250, Hovh CBS 2k
e 8 5 b7 HY— 1> 68 bp HYHH A %72 (CBS
844ins68 ) . MTHFR 2 X 5 677 fii fi C—T RAE
(MTHFR C677T) T A8l F -+ e , 96 7T S5
Hey /KPR AZ U, 550 10 L8090 10 & AR A —
MM, HRiT, CBS 844ins68  MTHFR C677T 3
W25 CPHD X R MR IE R D, AR &
TE T i 13 Hey 7KF S HAC B CBS 844ins68 |
MTHFR C677T £H L& M:5 CPHD B4,

1 #REFE

1.1 —fg# PR 2014 48 1 A ZE 2016 4E 11 A
TEBT & T3 — N REEBEn I A BHE Bei6 97 1Y CPHD

homocysteine ; cystathionine B-synthase; N5, 10-methylenetetrahydrofolate reductase; genetic polymor-

B 230 Iy WA, Horh 55 111 3], £ 119 4], 4F
45 ~81 %, FH(62.98 +8.27) %, A Y
F54y CPHD 2 IidRifE o HEBRARIE: (1) 95T w51
Ao I 55 2 995 3 BRIl 5 (2) F-A 7™ F i
B ORI F R 5 (3) FEA T E I RGN
(4) FEA R & . D3 BRI T2 (A A ft e
235 {5y fdt FE T BRZH , o 55 109 4], 2 126 3], 4F
139 ~75 % FH(60.15 £8.86) %, 2 AZRE
(P A g 22 R G #38 L(P >0.05)
HAT I, ATEXT G 4% 38 J 1% e 2 45, HACHE
REH ST NREFACIHZ 5 St

1.2 FERKMMMEEF  Hey KPRl a0 & A
FEHCIUBRAE Yy HARAT BRAA W), 28 I i ( fasting
blood glucose , FBG) . =ik Hil ( triglycerides, TG) i
JIBL[ 5 ( total cholesterol, TC)) A% B2 A5 25 11 JIH [E it
(low density lipoprotein-cholesterol , LDL-C ) & ]33]
A X RIS R B R R O
21 DNA =E g0 A0 & B A RARA (LR A
BN 1], B4 A% 3K 2 0 ( polymerase chain reaction
PCR) IR & 3 F iR Y HOARA B A BRI A
VIt Hinf 1 WA [ 7. /9 56 Fermentas /3 1] ; AU-2700
2 A EEYA T A B B A BRI 2\, 2
[C P-800 4> [ gl A= Wy 1k 2% 43 B A A 4 [ % Q2
A], —80 CHIIRVKAHIA B H A SANYO 24 7], Bio-
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RAD B2 A% 2 580 B 3% EA 2k 22 7, MyCycler
TM PCR {4 H 3% [E Bio-metra 4= 4%} 4% /3 7], USB
Tl S REAL A5 H 2 [ Carefusion 23]

1.3 FHIThEERT WEALEE T ALY K e X
HEZH TS H NP it 2 BB A R A 7 Il D BEAS: 5, 10 %
BER 1R AR PO THE E 43 HE (the per-
centage of forced expiratory volume in one second to
predicted value, FEV1% pred) .1 #H 71 5 5
JIHliHE A 43 H (the percentage of forced expiratory

volume in one second to forced vital capacity,
FEV1% ) )2 FEV1/FVC,

1.4 migiRARKE WEHEE T ABKH fHFE
X HRZH 2 TS H g AR IBURT ik i 8 mLL, 3
4 mL T2 TN OTR-K2 HLEEE IR A G 3T
eppendorf( EP) 4%, — 80 CyKARW 1%, DA% Il i DNA
$EHG4 mL T IFRBUEEE 3 000 r - min ™' B0
10 min, 73 B 1ML3K, - 20 CIAE, L&A WAL 46 br
A o

1.5 Hey REXEMAFIEREN RAHAAR
ARIAET AU-2700 4x A 3l A W) 46 25 70 B A4V 24 il
Kl i % Hey /KF-, iz 1% G P-800 4 [ 3 4= 11k
AW SR v A 1 2% GLU TG\ TC F1 LDL-C, j™
WA @ U] A T #R

1.6 CBS 844ins68 MTHFR C677T £ [ 4y Y
1.6.1 5pE M DNA $2B0 B2 kDU IRt
1. 300 WL, i ALt RARA AL B FRZS Rl 32 A 9
It FEZ DNA $2 B0 & (IR O AERL) | f2 4%
SR IR by B At B0 1 05 4 5 e BB 1t A0 R Y
DNA, $2 U5 ) DNA - 80 “Cif I il vk F R AT
1.6.2 SIMgit5&8 SIS S G M0h
EHEAYIEARA R A SEM ., CBS 844ins68 5|47
H b .5 '-CTGGCCTTGAGCCCTGAA-3", T ijiF:5'-
GGCCGGGCTCTGGACTC-3", ¥ #4 H Bt &7 184 bp;
MTHFR C677T 5|9 /%5 b 5.5 -TGAAGGAGAAG-
GTGTCTGCGGGA-3", T iif: 5'-AGGACGGTGCGGT-
GAGAGTG-3", 31 F Bt >N 198 bp,,

F1 2HZREMBEEDUFIERRAHINEE LR

Tab.1 Comparison of blood biochemical indexes and lung function between the two groups

1.6.3 PCR ¥ HIWAARNA 25 pl, HERHR
DNA 3.0 pL, B F#F5194 0.5 pL, PCR master
mix 12.5 wL fil ddH,0 8.5 pL, J Biometra PCR 3%
Y35 AL AT 944, CBS 844ins68:95 C il 45 4
3 min,95 C A5 30 s,57 CiB k 30 5,72 °C FE i
60 ;35 MER, H& 5 1 DNEH G, 72 C FLEAf
5 min, MTHFR C677T:95 °C #iZ5 % 5 min,95 °C A
P60 5,59 CiB k60 s,72 °CLEfH 60 5336 MFEIF,
a1 ARG 72 CHIEM 5 ming

1.6.4 CBS 844ins68 EH SR 12 F Rl
PE R BoK B 2 5P I 45 B 5% 217 ( polymerase chain
reaction-restriction fragment
PCR-RFLP) ¢ R 173 [H 43 %, PCR 774 10 pL
TE ST 55380 2% SRR BRI B Uk , IRAL S WE G 1, Bk
UG R G 3 i 4 SR T T 4R R

1.6.5 MTHFR C677T EF LA M#M H PCR
P95 10 WL, FHFRGIPE I EE Hinf 1§ 2 pL 37 °C
KT HED) 12 h, Bl YI 260k )5 7 9 F = 53 88 9% IE
P SR A A O P B G 2 252 2 o 7 e T L FRLUKHEA TR
W, BRI Marker I £E 2% DNA $rifEY), [R50
A PCR ¥ 3= W /e N2 IR, AUk s foff AR e
BT A, I B RS IR OR A 25 2R

1.7 ZitZahiE N SPSS 17.0 kbt 14t
SIAT, T ORISR £ AR 2E (v £5) FROR ALYy
B LUBCR FH T3 22 03 H 5 38 A% 1107 25 L R 2 e S5 A07
SRR LLBCR H x° K40 P <0.05 257
EEW -

length  polymorphism,

2 #R

2.1 2HAZIREMBREY U FISIRKZAMINEE LR
GERWAR 1, WA B E N FBG S5 {dHEX B 1L
BERTGEIFEL(P>0.05), WHEHBER
Hey TG, TC F1 LDL-C 35 & 2 &5 i )3 X B 41,
FEV1% 1 FEV1% pred ] i A% T (a5 0f B4 , 2%
S¥HE R (P <0.05)

(xxs)

25 n

Hey/(pmol « L.=1) FBG/(mmol + L=") TG/ (mmol - L=1)

TC/(mmol » L™')  LDL-C/(mmol - L=")  FEV1%/% FEV1% pred/%

fRESIRAL 235 11.16£2.65 5.27+0.63 1.13£0.45
WAl 230 17.52+6.71° 5.27+0.63 1.45 +£0.72°

4.36 +0.64 2.56 +0.48
5.35+1.08" 3.10 +0.94*

86.26 +7.36
59.57 +7.10*

81.16 +8.33
55.69 +6.10"

T S e B L AR P < 0. 05,
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2.2 CBS 844ins68 PCR #il| R HEFE R K ELE R
L5 ULE 1, CBS 844ins68 28 PCR 774 246 15
F) 2 FpILPR AL Horp B A DD RS I RS AT L
184 bp 1 A~4%4, J& & %872 DI B4 Al L 184 bp Al

252 bp 2 14 4.
1 2 3 4 5 6 M

252 bp

184 bp 200 bp

1.2 3.5 %7 DI #&L4 5 6. 874 DD #Y; M, marker,

Bl 1 CBS 844ins68 £ F & 51/ PCR ¥ i ik &

Fig.1 Electrophoresis results of PCR amplification prod-

ucts of CBS 844ins68 gene polymorphism

2.3 MTHFR C677T PCR IR EE B L ELER
5B LK 2, MTHFR C677T 2R )5 453 3 Fh

BRI BN CC Y Je G 987 CT BRIl 5 5878

TT #4, Horp CC BITE RS AT UL 198 bp 1 4~ J54H7,

CT BITESSAR AT ] UL 198 bp F1 175 bp 2 557,

TT BIEARAC AL 175 bp 1 2%
M1 2 3 4 5 6

198 bp

200 b
P 175 bp

M marker; 1 BF/E TT ;2 J6 45870 CT B33 7 4 78 CT ;4
t CC A5 BF/E CC 756 B2 TT

2 MTHFR C677T EE & 75148 PCR-RFLP Bk &
Fig.2  Electrophoresis results of PCR-RFLP of MTHFR
C677T gene polymorphism

2.4 2 AFiRE CBS 844ins684 EF BN &
EHSRES M AR IE 2, WEH B E 5T
HR2H 5210 1) CBS 844ins68 453 A1 m] L 2 i bk
PRI, Pl g 20 i3 DD A DT R RUAR R 53531
91.74% F1 8. 26% , D Fl 1 A % {37 F& KA 243 331
95. 87% 1 4. 13% ; fift X B2 52375 DD Fl DI J&
RIS 2653 331 2 94. 04% F15.96% ,D F1 1 (155 (i
FEDISTR 43 3R 97. 02% 1 2. 98% ,2 4 [A] 3 P Y

SEMIEHE R0 Mk ER Y LRI 28 X
()(2 =0.935.0.901,P >0.05) .

F2 2HAZikE CBS844ins68 EFEE &M EFMESH
Lb#%

Tab.2  Comparison of the distribution of CBS 844ins68

genotype and allele frequency between the two groups

w3 FEHER Shi A
DD/BI(%) DVHI(%) D/BI(%) 1/B1(%)

a4 230 211(91.74) 19(8.26) 441(95.87) 19(4.13)

(HEXTIBZL 235 221(94.04)  14(5.96)  456(97.02)  14(2.98)

¥ 0.935 0.901

P 0.333 0.343

75 DI L[ OR =1.421(95% CI 33 0. 695 ~2.908) , I 2 3 K]
OR =1.403(95% CI 3 0. 695 ~2.833) ,

2.5 2 #A%ik¥E MTHFR C677T EE B & &
EHES  FIRIKR 3, WEHRE 5P
HRZH 3210 1) MTHFR C677T A& K U J5 ¥ ] UL 3
PR AL LS 83 1 CCLCT T ik R U AR R
43R 21.31% 43.91% F134.78% ,C FI T (257
BRI A5 1R 43. 26 % F1 56. T4% ; fgFREXT B 2H &%
R CCLCT Fi TT J P R 535 Ky 27. 66% |
48.949% F123.40% ,C F1 T 557 AT 303 531 o
52.13% F147.87% , MES A B & TT JEHALS T 4%
A7 e PRIAR 8 3 A1 S 35 v T A BRET BRZH, 2 A [R] b4
ERMHGHFE X () =7.730.7.326,P <0.05) ,
*3 24%i%#HE MTHFR C677T £ FH B fl & (i & F i &

SR
Tab.3 Comparison of the distribution of MTHFR C677T

genotype and allele frequency between the two groups

SRR HEA

COBI(%) CU/BI(%) TUB(%)  C/F(%)  T/4I(%)

WA 230 49(21.31) 101(43.91) 80(34.78) 199(43.26) 261(56.74)

FEREATIRAL 235 65(27.66) 115(48.94) 50(23.40) 245(52.13) 225(47.87)
P 7.730 7.326
P 0.002 0.007

H:CT +TT 3K OR =1.412(95%CI 3 0.923 ~2.162) ;T 2543
L OR =1.428(95% CI 3 1.103 ~1.849)

3 i
CPHD e[ o 7 Wi 2 Ko , ks S b A
RIS A R, A TR R R R T

SRR i il 3h ik T i SO IE T RE ks, UG
2% sEE e CPHD R R B & i Lk ek 55
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A%, HBTIA A SOl 2 Jok v s 7 3 8 5t DR A it 1 45
PRBPESCA I A5 5 R A SO i I ) A | I
FEEI 2 AN B N . Hey S —Fh & B L 1Y
T AR e AR R, 25
NGl AW R B AR i) VA B FuR v
S EACE A R MR R 0 B R SRS
S0 X LA P9 R S RE s B IR .  Hey S 30
FRoBREREAL KAk I EER N R . 4Rk, I
3 Hey 5 I 30 1L 55 € 9 19 G 22 1 BF 5 9 344 5
I KE R IISE Hey AT 458 49 10457 PR 240 JE, 3850 1 /]S
BSR4 | A I AP 0 L 200 i 4 7 M A T B, 38
SHIKEE S S B AR ELE " . B BRITIESE, &
Hey Il 4 2 311 ok 346 4 B8 Ak 1) o 7 fg s o710
SUN 251 Bk 58 s , 16 I sl ik i TR 28 T, Se Rkt
JiEE £ LAY Hey 7K B 0T 30 ik & He 41 &, 327 5
KA I S8 3 1% Hey ZKSF-55 i 3 ik = B A AH ¢
¥, 75 CPHD #h, 45 10% 14 8% K 5 % Hey
MAE A 5, BEAR Hey 7K P ] 351 B I 80 20 95 g 11 ik
JEUTS R ELE JER , WA R I Hey
TRV 5235 725 - o B 4, 41705 5 VR B 1 L3 Hey
5 CPHD f—E XA,

CBS fRIHHE Hey $5 B 18 b 9 — 1 S .
CBS J&—Fft L 1% 185 W R MR ML g, LAAH X 407 i
63 000 1[I Y8 PUERAARTE XA TE , B Ak [ 2 > Jbk 24
TR 5 22 A R4 4 ek . A PCR-RFLP S84 AR
WF9E & B, CBS J X v g A8 i B0 A 80 4N, B
TIZEARAESS 3 FEE 8 SN T, ATEF AL 5
AE X} CBS {5200 A S [7] , 2 L1 g T833C
F1 CBS 844ins68 28745, CBS 844ins68 2748 [E P % iE
N, oM 8 S4B 1 844 Fl 845 fiifdi A 1 4
68 bp (53 - BE, 1% 228 T S 20 U 09 35 1k
%, 2% Hey KSF-Th R #F58 & B, 16 A [/ AR
RS B AIRRA B2 T, T &I N
PRI ARAE TR o 4. 5% 7 SEE A BE
10% " 5 v T R A DU AR o 1.49% P R
BFFE45 9 R , (AR CBS JE[H 844ins68 1 £
JLR % A 2. 98% . CBS 844ins68 JEH L AMH S
Jir R P v LS R O P L9 0 L2 M B s S 9
TAR SR ST Be %, B9 45 S0 2 41 7% T A 2%
PE2OP  ABFIT LS R, T 2507 5 DR R A g AL

F X RS2 43 3 4. 13% F1 2. 97 % , 2 5%
Tegit2E 8 X, SHTE RS R — 2, #E MR
CBS 844ins68 J: (K Z &5 A fig 5 CPHD () &4 &
BB XA,

MTHFR G & Hey #FH 3 bigmny 14>
B, LASS 677 A5 s B 55 58 748 5 0y 5 UL, M g
(C) B it ms e () 32548t , 12 566 PR g 5 119 2 1 Joi 28
A R TR, BB S PR R IR R k. MTHFR
COTTT A 5750y 3 FhEA G BF A A Je & B4l
WS8R B, MTHFR C677T 3 R HAT £ 254k /3 A
FRARFAIE , 35 R 22 25 1 S5 467 356 DR A1 38 3 A 4 A ()
X AR RO — 22 5k T R BN R A
KR S e P . MTHFR C677T 3£ R L &1 S
it 0L i 2 2 TR PR | e L S5 95 T A O
Whgeie £ =7 . AW R FE 1T MTHFR C677T 3
K251 CPHD ¢ R R A5 R R, AL 8
H TT FER RS T S5 7 58 PRI 7 A1 35 5 (g B
XTHREH 2 2= A it 2 B X, R #E547 TT
Fe PRI N BE % A CPHD (1 KUK 5 A #Efs TT 3
TR NAE RS, T 4500 3 [H Al i CPHD & A= 1) 5 Ik
A+

25 L ik Hey 7KF-F i AT BE & CPHD A9 1Y
fEl: P R Z —; CBS 844ins68 Ji: [K 22 75 M W] fE &
CPHD % /£ JGK ; MTHFR C677T JE R 22 25 v i
R Hey fG7K 7580 CPHD (&4 HL T 4§
fi KL PR AT K CPHD F KB PR F-, MTHFR C677T 3
K] figj& CPHD fistf% 5y KL IR . i a2 2L AR S
TR 25 2 TN K 5200, H AT AT 5838 A B X i
B3, T HIX 2 MRS CPHD fY 2%
R AR TEAS R b, | RO RN A KA A rp g A 7 B g
ARIBFTE o
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