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Cloning , prokaryotic expression and purification of a new human Beclinl transcript variant
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Abstract: Objective To clone a new Beclinl transcript variant DEL-E8-E10, and express and purify the its encoded
protein. Methods The DEL-E8-E10 gene was amplified by polymerase chain reaction (PCR) using ¢cDNA of SiHa cells,and
the prokaryotic expression vector pET32a-DEL-E8-E10 was constructed. His-DEL-E8-E10 fusion protein was induced in Esch-
erichia coli and purified by nickel column affinity chromatography. Results The prokaryotic expression vector pET32a-DEL-
E8-E10 was successfully constructed and the soluble expression was obtained by cloning the DEL-E8-E10 gene. The His-DEL-
E8-E10 fusion protein was purified by nickel column affinity chromatography. Conclusion The purified His-DEL-E8-E10 fusion

protein provides an experimental basis for the further study of the relationship between DEL-E8-E10 protein and cervical cancer.
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Fig.2 Identification of the recombinant plasmid pET32a-
DEL-ES8-E10 by enzyme digestion
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Fig.3 Comparation of nucleotide sequences between DEL-E8-E10 and Beclinl

Beclinl MEGSKTSNNSTMQVSFVCQRCSQPLKLDTSFKILDRVIIQELTAPLLTTAQAKPGETQEE 60
DELESEI0  MEGSKTSNNSTMQVSFVCQRCSQPLKLDTSFKILDRVIIQELTAPLLTTAQAKPGETQEE 60
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Fig.4 Comparison of protein sequence alignment between DEL-E8-E10 and Beclinl
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Fig.5 Expression of fusion protein His-DEL-E8-E10
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Fig.6 Purification of fusion protein His-DEL-E8-E10 pro-
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