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Relationship between the expression levels of excision repair cross complementing gene 1 and ribonu-
cleotide reductase M1 in lung cancer tissue and curative effect and survival time of patients with
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Abstract: Objective To investigate the expression of excision repair cross complementing gene 1 ( ERCC1) and ribo-
nucleotide reductase M1 ( RRM1) in patients with non-small cell lung cancer( NSCLC) and its relationship with clinical fea-
tures and prognosis. Methods One hundred and thirty-one patients with NSCLC in the Department of Surgical Oncology,the
First Affiliated Hospital of Henan University of Science and Technology were selected. All patients were treated with gemcit-
abine and cisplatin. The expression of ERCCI and RRM1 was detected by polymerase chain reaction. The correlation between
the expressio of ERCC1,RRM1and clinicopathologic characteristics , treatment effect and survival time were analysed. Results

The expression of ERCC1 and RRM1 in tissue of tumor of NSCLC patients was not associated with gender, age, histological

type tumor size ,smoking and TNM stage (P >0.05). The effective rate of patients with low expression of ERCC1 was signifi-
cantly higher than that of patients with high expression of ERCCI (y* =6.382,P <0.05). The effective rate of patients with
low expression of RRM1 was significantly higher than that of patients with high expression of RRM1(y* =4.592,P <0.05).
The median survival time of patients with low expression of ERCC1 and RRMI was 27. 8 months and 26. 8 months respectively,
which was significantly higher than that of patients with high expression of ERCC1 and RRM1(22. 8 months and 24. 1 months)
(P<0.05). Conclusion The expression of ERCCI and RRM1 can predict the therapeutic effect and survival time of NSCLC
patients,and provide a new basis for the treatment and prognosis of NSCLC patients.
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Fig. 1  Relationship between the expression of ERCCI1,

RRM1 and survival time of patients
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