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Abstract ;

Objective To construct the Stathmin gene phosphorylation site mutation eukaryotic expression vector, and

to provide the experimental basis for the further research of Stathmin phosphorylation. Methods Stathmin phosphorylation site
mutation primers were designed. The Serl6,Ser25,Ser38 and Ser63 sites of human Stathmin gene were mutated to alanine by
polymerase chain reaction,and cloned into the eukaryotic expression vector pcDNA3. 1. The recombinant vectors pcDNA3. 1/
Stathmin Ser16/A ,pcDNA3. 1/Stathmin Ser25/A, pcDNA3. 1/Stathmin Ser38/A and pcDNA3. 1/Stathmin Ser63/A were con-
structed , and the recombinant vectors were identified by gene sequencing. Results Gene sequencing results showed that the
phosphorylation site of Stathmin gene was mutated to alanine successfully. Conclusion Stathmin phosphorylation site mutation

vector is successfully constructed,which provide the experimental basis for the further study on the mechanism and function of
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Stathmin phosphorylation.
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1.4 5[#i%it  4ifi% Stathmin 16 {3 Ser [1f3E N -
TCA,25 §3f Ser Bk 3L ~-AGC,38 {3/ Ser 1) 3k K-
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Ser63/A-R:5’-AGCTTCATGGGACTT-3’ ; Stathmin _I i}
5| ¥ Stathmin-F: 5'- CCGGAATTCATGGCTTCTTCT-
GATATCC-3', T ji# 51 ¥ Stathmin-R:5'- CCGCTCG-
AGTAGTCAGCTTCAGTCTCG-3', R LkER o M Y]
P, BN EcoR 1, FiiEA Xho L
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PP EAT BRONE M H B, K DR TR Y 510k b
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2000 bp
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M: Marker DI.2000; 1 : pcDNA3. 1/Stathmin Serl6/A;2: pcDNA3. 1/
Stathmin Ser25/A; 3: pcDNA3. 1/Stathmin Ser38/A; 4. pcDNA3. 1/
Stathmin Ser63/A
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Fig. 1
combinant vector with point mutation
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Fig.2 Results of pcDNA3. 1/Stathmin Ser16/A gene sequencing
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Fig.3 Results of pcDNA3. 1/Stathmin Ser25/A gene sequencing
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Fig.4 Results of pcDNA3. 1/Stathmin Ser38/A gene sequencing
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Fig.5 Results of pcDNA3. 1/Stathmin Ser63/A gene sequencing
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