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Abstract

er,and investigate the relationship between HPSE and clinical pathological characteristic. Methods

Objective To detect the expression of heparanase( HPSE) protein and mRNA in patients with breast canc-
Reverse transcription-pol-
ymerase chain reaction method and immunohistochemical method were used to detect the expression of HPSE mRNA and pro-
tein respectively in 50 breast cancer tissue and 20 adjacent normal breast tissue. The correlation between HPSE expression and
clinical pathological characteristic was analyzed. Results The positive expression rate of HPSE mRNA and protein was
70.0% and 68.0% in breast cancer tissue,which was significantly higher than that in adjacent tissue(25.0% ,0.0% ) (P <

0.01). HPSE mRNA expression in breast cancer was closely related with tumor size, TNM stages , histological grade and axilla-

[ EalwFs)

ry lymph nodes metastasis( P <0. 05). Conclusion

The expression of HPSE mRNA and protein in breast cancer tissue is

high, it may be involved in the invasion and metastasis of breast cancer.
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control , UICC) %5 7 Ji 1% i ik B2 25 %% 5% (tumor node
metastasis, TNM) 38, Eoep T #9410 ], T 89 24 4],
WA 16 451 5 g BRZH 2127 7y R e th 57 A ZHEUHER O
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1.4 RT-PCR #ZB42 th HPSE mRNA Rix
15 mg AL AL TP, (i FHA1ZL RNA $210
FI G LU RNA SRS TE T 7040 2% BrleiEe e h
RLUK REBEIC S B S MIREH T, A 300 nm 58414k
FEET R EA T WLZE, 36 41E RNA 52 5 1k, 3F #E4T RNA
Ei, HPSE I i 5| ¥): 5 -ATCAATGGGTCGCAGT-
TAGG-3', T #i# 5|1 #¥: 5'-AAAGGTGTCGGATAG-
CAAGG-3', ¥ 18 BX K % 369 bp; K B-actin {E N
NS %I, EES] ¥ 5 -AGCGAGCATCCCCCAAA-
GTT-3", F W5l ¥:5-GGGCACGAAGGCTCATCATT-
3P4 B B 285 bp, DU LRI AR T A
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51% ~75% 7 1 45, =76% H 2 45 G (058 BE 43 2
TRECN O 53 IR 1 oy, W SR
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2.1 FURREALR RS EE AL+ HPSE mRNA
Fik  FLIE4140% HPSE mRNA 33k FHIER K
70.0% (35/50) ,J& 52 1F % 414 v HPSE mRNA 3234
BEPE R 25. 0% (5/20) , FL Ik i 4 41 HPSE
mRNA 15 B 5 8 T 55 1 3 441 (P <0.01) .
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Rik(E 1),
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Fig.1 Electropherogram of HPSE mRNA
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Fig.2 Positive expression of HPSE protein in breast carcinoma and normal breast tissue (immunohistochemical staining)
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2.3 HPSE mRNA F1% £ 534 5 3L B JB s 7 22
BERIE R L5 ILK 1. HPSE mRNA FIZE (5
LR 4 25 45 TNML 43 300 9 8 45 5 7 A

(P<0.05),
%1 HPSE RiZFEZREALAFREERS GRFERFE
Tab.1 Relationship among clinicopathological parameters
and expression of HPSE
PR HPSE mRNA HPSE %/
n
L Wik Bl iz snvgii]
AEHR
<50 % 26 20 19
>0.05 >0.05
>50 % 24 15 15
MR EAE
<2cm 13 6 5
<0.05 <0.01
>2 em 37 29 29
HEF R
[+1 35 20 20
<0.05 <0.05
Il 15 15 14
TNM 4348
[+1 34 19 18
<0.01 <0.01
I 16 16 16
iluEsE 711
2 30 25 25
” <0.05 <0.01
& 20 10 9
3 g

b E Ik 2 2 LB 1 A 2 R AE T
FLBR I W 2 W R B L I, AR b T R
P BRI FLRRE B IR T BR AL G TR R K
ZIRTTAN oy TR IR T T T B i R T 22 1M
AR BNETT T B, W K B, HPSE HAT {2 i
I ge e B AR e I A5 2B B VR S R AR S DA i
TR R RERE T bR AR, I AT R Bk R v T 1)
s

ECM % 7 2 PR ol Fifr e 440 Jed 1) 2 Ji) 41 34 5%
R 1 bt i, HPSE 2 H Fi & LA ME ——Fh g 1)
Wr ECM P [ 220 2 507 i iR S eI 3= R 1 R
W 1 LA BRR £ 15 25 00 6% 1 P U100 4 86, 3 2ok
R ECM KR TR 58 B e , {6l Al 4 it B 25 g i
AL s I RS, M Rrs A K
FR 225 B AT bR 7 A= 1l 78 1) 75 R A1k 7, HPSE
TERESR ECM 3 #rh, Bk LGS MR TE X S5 AR £ Bt
JHFRAZEE A B B-HET 2 40 i 4 4 A+ (basic fibro-
blast growth factor, bFGF) , it A , #% [E 4k 7 6 B8 & Ik
JH 2 & R L TCIE P ) 48 N R AR R - (vas-
cular endothelial growth factor, VEGF) 7E it #2 H
BEVBEHOFBETS , 5 bFGF S [w) 75 S b 1M 45 4F
%, HPSE s ] B 422 42 2 1787 PN B 240 M 1) 25 A Fn i
AR . B KREPIFEY] HPSE mRNA 4

U 22 TP R s 20k, HOXH iR 97 1 S e 2%
HATRER

BRAT: S50 32 B2 X g 41 21 b HPSE mRNA Fi
EE A PEATREIN, [R] R mRNA A B 120k
FER; B SRAEBEAT o0 A A WA TE o A 52 8 1
RT-PCR AN i 4 2R 8 55 1E B 5L I SUR I A
B, FLI R 22 HPSE mRNA FHER AR B E & T
SO IE R A, SR % e B AL b 5
SR —3, AL s HPSE mRNA 5 g K/
ARG TNM 733 G A5 5 R o6, 5 B AR
W TR HE— BN S e A Ak R LRI S i
FFIEH 44U HPSE 85 1 9 3R KK 247 20, 7L
JRE 42 HPSE 35 (28 B PR ] i T 55 IR
A, B RN B0 9 TNM 73 3] B itk 2
BEHERS MG, 25 15 Tang %511 Hi238 — 30, RUIFLIR
T 214 HPSE By b it 1 2L i R 2R 5 5%
¥, K6l HPSE A7 Bl FITAG MR i) AR 4k

£i bRrik, HPSE mRNA K H AR B 7 2L i
A5, S R R A A 5C , nl AN FLIE
NEP IO YRV L B ast 7/ o b é e Ao 7/ B U S
REF ] HPSE fy33k , A nT . R i i 19 A= 1<
Fets , g m AL U I AT R
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